T ).
The phylogenetically diverse class Alphaproteobacteria has undergone intensive reclassifications (Uchino et al., 1998; Soller et al., 2000; Martens et al., 2006) and the list of new members is constantly growing (e.g. Yoon et al., 2008) . This study aims to describe another novel representative of the class Alphaproteobacteria.
Strain H 14
T was isolated from seawater collected from Port Phillip Bay, Melbourne, Australia, at St Kilda beach on 12 December 2007. A seawater sample was taken from the first metre below the surface. The sample handling and isolation procedure used was as previously described (Ivanova et al., 1996 (Ivanova et al., , 2004 Webb et al., 2009) . Determination of the phenotypic properties, used for the characterization of new isolates, was performed by using standard procedures (Smibert & Krieg, 1994) and as described by Ivanova et al. (1996 Ivanova et al. ( , 1998 .
Cell size and morphology (see Supplementary Fig. S1 in IJSEM Online) were examined using electron microscopy as previously described (Ivanova et al., 2005) . To study physiological properties, bacteria were grown on marine agar (MA) 2216 (BD) at 22-24 u C. Motility was studied using hanging drop preparations. The following physiological and biochemical properties were examined: oxidation/fermentation of glucose (Hugh & Leifson, 1953) , Gram staining, reduction of nitrate and nitrite, catalase [with 5 % (v/v) H 2 O 2 ] and oxidase (Kó vacs, 1956) activities, gelatin liquefaction, arginine dihydrolase, lysine decarboxylase, ornithine decarboxylase activities, poly-b-hydroxybutyrate and acetoin production (VogesProskauer test), sodium requirement [0, 1, 3, 6, 8, 10, 12, 15 To enable bacteriochlorophyll a (BChl a) isolation and characterization, strain H 14 T was grown at 28 uC on MA over 48 h and the bacterial mass was collected from five Petri plates as described earlier by Ivanova et al. (2005) . The bacterial cells were disrupted using a homogenizer (MPW-324; Mechanika Precyzyjna) and the entire homogenate was extracted twice using methanol. The combined organic extract phases were evaporated to dryness. The resulting extract was used to determine the presence of BChl a as previously described (Ivanova et al., 2005) .
For the analysis of phospholipids and fatty acids, the novel strain was grown at 28 u C on MA and cells were harvested after an incubation period of 48 h. The lipids were extracted by a method modified from that of Bligh & Dyer (1959) . The detection and identification of lipids and fatty acids was performed according to a previously described method (Ivanova et al., 2005) . Polar lipids were separated using two-dimensional micro-thin layer chromatography with the solvent systems described by Vaskovsky & Terekhova (1979) . Phosphatidylglycerol was found to be the major phospholipid (90 %) and phosphatidylcholine (7.9 %) and phosphatidylethanolamine (2 %) were found to be present in minor quantities. An unidentified aminolipid and traces of lysophosphatidylethanolamine were also detected (see Supplementary  Fig. S2 in IJSEM Online). The predominant fatty acids were found to be C 18 : 1 v7c (82.4 %), C 18 : 1 v9c (5.1 %) and C 18 : 0 (3.8 %). The presence of fatty acid C 18 : 1 v9c in the novel strain, a feature that is not found in the fatty acid profiles of members of the genera Nautella and Pseudoruegeria (Yoon et al., 2007; Vandecandelaere et al., 2009) , and a higher proportion of the principal fatty acids, i.e. C 18 : 1 v7c, were found to be characteristic features of the fatty acid profile of the new isolate. The polar lipids and the major cellular fatty acids for strain H 14 T are presented in Supplementary Table S1 (available in IJSEM Online).
DNA was isolated from the novel strain according to the method described by Marmur (1961) . The G+C content of the DNA was found to be 59.1 mol% as determined by the thermal denaturation method (Marmur & Doty, 1962) .
The 16S rRNA gene sequence was amplified and sequenced by the Australian Genome Research Facility (AGRF) Laboratories (Brisbane, Australia). The 16S rRNA gene sequence of strain H 14
T was compared against a database of cultured species via BLAST analysis (http://bioinfo.unice. fr/blast), the 16S rRNA gene sequence database at DDBJ (http://blast.ddbj.nig.ac.jp/top-e.html) and the EzTaxon database of type strains (Chun et al., 2007) in order to retrieve most similar sequences of recognized bacteria. The 150 sequences retrieved were aligned with CLUSTAL X 2.0 (Larkin et al., 2007) . Alignments were then manually checked with SeaView (Galtier et al., 1996) and domains common to all sequences were used to derive a first phylogenetic tree using the most recent version of SeaView. A BIONJ analysis allowed the selection of the 37 sequences of the most closely related type strains. Alignments were checked again and a full phylogenetic analysis was undertaken using the BIONJ, parsimony (DNAPARS) and maximum-likelihood algorithms, excluding positions containing indels, to confirm the tree topology (see Supplementary Figs S3 and S4 in IJSEM Online). For the neighbour-joining (NJ) analysis, a matrix distance was calculated using a Kimura two-parameter correction. Bootstraps were performed using 1000 replications. BIONJ was used according to the method described by Gascuel (1997) and maximum-likelihood was determined using PhyML (Guindon & Gascuel, 2003) . The phylogenetic trees were drawn using TreeDyn (Chevenet et al., 2006) On the basis of the physiological, biochemical, chemotaxonomic and phylogenetic data (Fig. 1) genus and a novel species, Celeribacter neptunius gen. nov., sp. nov., is proposed.
Description of Celeribacter gen. nov.
Celeribacter (Ce.le.ri.bac9ter. L. adj. celer -eris -e quick, rapid; N.L. masc. n. bacter rod; N.L. masc. n. Celeribacter rapidly growing rod).
Rod-shaped cells. Gram-negative. Do not form endospores or resting stages. Aerobic. Anaerobic growth occurs by fermentation of D-glucose by anaerobic respiration of nitrate. Chemoorganotroph. Cytochrome oxidase-negative, catalase-positive. Reduce nitrate to nitrite. Three major fatty acids, C 18 : 0 , C 18 : 1 v9c and C 18 : 1 v7c, and three major phospholipids, phosphatidylglycerol, phosphatidylcholine and phosphatidylethanolamine, are characteristic of the genus. The type species of the genus is Celeribacter neptunius. 
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